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MATHEMATICAL MODELING OF BACTERIAL RESPONSE TO
ANTIBIOTIC STRESS
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ABSTRACT

In this session, we try to understand how bacteria respond to antibiotic stress through mathematical
analysis and modeling. Initially, we introduce a comprehensive set of ordinary differential equa-
tions that accurately illustrate the dynamics of bacterial growth and decay in response to antibiotic
exposure. Subsequently, we explore another differential equations system designed to capture the
interactions between antibiotics and nutritional factors. Finally, in the conclusion, we go over and
discuss some computer simulations.
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